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Multiplex Quantitative PCR to Detect the Novel Toxin Gene of Clostridium perfringens
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National Center for Biotechnology Information (NCBI)
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aPLC-F1 TCAAAAGAATATGCAAGAGGTTTT 200 0 675
qPLC-R1 TAGTATATTGATTTTCCTGTTTTAGCA 200
qCPILE-a-F3 TTGCCAACTAATACTCCAGCA 300 9% 40
qCPILE-a-R3 TGATAATCCAGTGGCTTTTAAACT 300
aCPE-F1 TGAAACTGGTGAAAGATGTGTTTT 200 173 70
qCPE-R1 GCTTTTGAGTCCAAGGGTATG 200
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A [20 uL e %]
2x DimerEraser 10 uL
20x Primer Mix 1ul
Eva Green Dye, 20x in Water 1ul
Distilled water 7 ulL
Sample DNA 1ul
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